ARIC. The ARIC study is a prospective population-based study of atherosclerosis and cardiovascular disease that included 15792 participants (27% AfA) aged 45-64 years at baseline visit from four US communities (1). In this study, 955 T2D subjects diagnosed at any of the baseline or follow up visits and 414 subjects with normal glucose tolerance (NGT) in all visits were included. All subjects were selfreported AfA recruited from two communities (Jackson, MS and Forsyth, NC). CARDIA. The CARDIA study is a prospective multi-center investigation of the natural history and etiology of cardiovascular disease that included 5115 participants (52% AfA) aged 18-30 years at baseline visit from four US communities (Birmingham, AL; Chicago, IL; Minneapolis, MN and Oakland, CA) (2). Follow-up examinations occurred at years 2, 5, 7, 10, 15 and 20. In this study, 94 T2D subjects diagnosed at any visits and 654 subjects with NGT in all visits were included. All subjects were self-reported AfA. CFS. The CFS study is a prospective family-based study originally designed to study the risk factors for sleep apnea that included 2534 subjects (46% AfA) from 352 families in the Cleveland, Ohio metropolitan area examined for up to four visits in 16 years (3). The mean family size was 4.4±3.5 subjects per family in all AfA participants. In this study, 81 T2D and 98 NGT related subjects at the fourth visit who were AfA were included. The respective mean family size was 2.5±1.9 subjects per family, and 30% of families are singletons. JHS. The JHS is a prospective population-based study to examine the risk factors of cardiovascular diseases among 5301 AfA from two cohorts of unrelated (aged 35-84 years) and nested family-based (aged ≥21 years) subjects in the Jackson, Mississippi metropolitan area (4). The mean family size was 1.4±1.5 subjects per family. In this study, 333 T2D and 1450 NGT subjects at baseline visit who were not enrolled in the ARIC study were included. The respective mean family size was 1.3±1.4 subjects per family, and 88% of families are singletons. Family relationship was not accounted during association analysis due to the low degree of relatedness. MESA. The MESA is a prospective community-based study of the characteristics of subclinical cardiovascular disease and included 6,814 individuals (28% AfA) free from known cardiovascular disease between 45-84 years old at baseline (5). Subjects were recruited from six field centers (Wake
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